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<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
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<213> 

<220> 
<221> 
<222> 
<223> 
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2002-12-30 
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18 

Patentin version 3.1 
1 

2533 

DNA 

Homo sapiens 



CDS 

(307). .(2034) 

Human BAG3 gene sequence 
NCBI Pub Med Accession Number: XM_055575 
Homo sapiens BCL2-associated athanogene 3 (BAG3) 



<400> 1 
gcggagctcc 


gcatccaacc 


ccgggccgcg gccaactttt 


ttggactgga 


ccagaagttt 


60 


ctagccggcc 


agttgctacc 


tccctttatc tcctccttcc 


cctctggcag 


cgaggaggct 


120 


atttccagac 


acttccaccc 


ctctctggcc acgtcacccc 


cgcctttaat 


tcataaaggt 


180 


gcccggcgcc 


ggcttcccgg 


acacgtcggc ggcggagagg 


ggcccacggc 


ggcggcccgg 


240 


ccagagactc 


ggcgcccgga 


gccagcgccc cgcacccgcg 


ccccagcggg 


cagaccccaa 


300 


cccagc atg 
Met 


age gcc gcc acc cac teg ccc atg atg cag gtg 
sen Ala Ala Thr His Ser Pro Met Met Gin vaT 


gcg tec 
Ala ser 


348 



1 5 10 

gqc aac gqt gac cgc gac cct ttg ccc ccc gga tgg gag ate aag ate 

Gly Asn Gly Asp Arg Asp Pro Leu Pro Pro Gly Trp Glu lie Lys lie 

15 20 25 30 

gac ccg cag acc gqc tgg ccc ttc ttc gtg gac cac aac age cgc acc 

Asp Pro Gin Thr Gly Trp Pro Phe Phe val Asp His Asn Ser Arg Thr 

35 40 45 

act aeg tgg aac gac ccg cgc gtg ccc tet gag ggc ccc aag gag act 

Thr Thr Trp Asn Asp Pro Arg val Pro ser Glu Gly Pro Lys Glu Thr 
50 55 60 

cca tec tet gcc aat ggc cct tec egg gag ggc tet agg etg ccg cct 

Pro ser ser Ala Asn Gly pro Ser Arg Glu Gly ser Arg Leu Pro Pro 



65 



70 



75 



get agg gaa ggc cac cct gtg tac ccc cag etc cga cca ggc tac att 
Ala Arg Glu Gly His Pro val Tyr Pro Gin Leu Arg Pro Gly Tyr lie 
80 85 90 



396 



444 



492 



540 



588 
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3135pt naf 1 phases. ST25 
ccc att cct gtq etc cat gaa ggc get gag aac egg cag gtq cac cct 636 
Pro lie Pro val Leu His Glu Gly Ala Glu Asn Arg Gin val His Pro 
95 100 105 110 

ttc cat gtc tat ccc cag cct ggg atg cag cga ttc cga act gag gcg 
Phe His Val Tyr Pro Gin Pro Gly Met Gin Arg Phe Arg Thr Glu Ala 
115 120 125 



gaa acc act cag cca gat aaa cag tgt gga cag gtq gca gcg gcg gcg 
Glu Thr Thr Gin Pro Asp Lys Gin Cys Gly Gin val Ala Ala Ala Ala 
145 150 155 



tec ggc agg age age ctg ggc agt cac cag etc ccg egg ggg tac ate 
Ser Gly Arg Ser ser Leu Gly Ser His Gin Leu Pro Arg Gly Tyr lie 
195 200 205 



ccc tec ttc cac caa gee cag aag acg cac tac cca gcg cag cag ggg 
pro ser Phe His Gin Ala Gin Lys Thr His Tyr Pro Ala Gin Gin Gly 
225 230 235 



684 



gca gca gcg get cct cag agg tec cag tea cct ctg egg ggc atg cca 732 
Ala Ala Ala Ala Pro Gin Arg Ser Gin Ser Pro Leu Arg Gly Met Pro 
130 135 140 



780 



gca gee cag ccc cca gcc tec cac gga cct gag egg tec cag tct cca 828 

Ala Ala Gin Pro Pro Ala Ser His Gly Pro Glu Arg ser Gin Ser Pro 

160 165 170 

get gcc tct gae tgc tea tee tea tee tec teg gcc age ctg cct tec 876 

Ala Ala ser Asp Cys Ser Ser ser Ser Ser Ser Ala Ser Leu Pro ser 

175 180 185 190 



924 



tec att ccg gtg ata cac gag cag aac gtt ace egg cca gca gcc cag 972 
Ser lie Pro val lie His Glu Gin Asn val Thr Arg Pro Ala Ala Gin 
210 215 220 



1020 



gag tac cag acc cac cag cct gtg tac cac aag ate cag ggg gat gac 1068 
Glu Tyr Gin Thr His Gin Pro val Tyr His Lys lie Gin Gly Asp Asp 
240 245 250 

tgg gag ccc egg ccc ctg egg gcg gca tec ccg ttc agg tea tct gtc 1116 
Trp Glu Pro Arg Pro Leu Arg Ala Ala Ser Pro Phe Arg Ser Ser val 
255 260 265 270 

cag ggt gca teg age egg gag ggc tea cca gcc agg age age acg cca 1164 
Gin Gly Ala ser Ser Arg Glu Gly Ser Pro Ala Arg Ser Ser Thr Pro 
275 280 285 

etc cac tec ccc teg ccc ate cgt gtg cac acc gtg gtc gac agg cct 1212 
Leu His Ser Pro Ser Pro lie Arg val His Thr val val Asp Arg Pro 
290 295 300 

cag cag ccc atg acc cat cga gaa act gca cct gtt tec cag cct gaa 1260 
Gin Gin Pro Met Thr His Arg Glu Thr Ala Pro Val Ser Gin Pro Glu 
305 310 315 

aac aaa cca gaa agt aag cca ggc cca gtt gga cca gaa etc cct cct 1308 
Asn Lys Pro Glu ser Lys Pro Gly Pro val Gly Pro Glu Leu Pro Pro 
320 325 330 

gga cac ate cca att caa gtg ate egc aaa gag gtg gat tct aaa cct 1356 
Gly His lie Pro lie Gin Val lie Arg Lys Glu Val Asp Ser Lys Pro 
335 340 345 350 

gtt tee cag aag ccc cca cct ccc tct gag aag gta gag gtg aaa gtt 1404 
Val Ser Gin Lys Pro Pro Pro Pro Ser Glu Lys val Glu val Lys val 
355 360 365 
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3135pt nat'l phases. ST25 
ccc cct get cca gtt cct tgt cct cct ccc age cct gqc cct tct get 1452 
Pro Pro Ala Pro val Pro Cys Pro Pro Pro Ser Pro Giy Pro ser Ala 
370 375 380 

gtc ccc tct tec ccc aag agt gtq get aca gaa gag agg gca gcc ccc 1500 
val Pro Ser ser Pro Lys Ser val Ala Thr Glu Glu Arg Ala Ala Pro 
385 390 395 

age act gee cct gca gaa get aca cct cca aaa cca gqa gaa gee gag 1548 
ser Thr Ala Pro Ala Glu Ala Thr Pro Pro Lys Pro Gly Glu Ala Glu 
400 405 410 

get ccc cca aaa cat cca gqa gtq ctg aaa gtq gaa gee ate ctg gag 1596 
Ala Pro Pro Lys His Pro Gly val Leu Lys val Glu Ala He Leu Glu 
415 420 425 430 



aag gtq eag gqg ctg gag cag get gta gac aac ttt gaa gqc aag aag 
Lys val Gin Gly Leu Glu Gin Ala val Asp Asn Phe Glu Gly Lys Lys 
435 440 445 



1644 



act gac aaa aag tac ctg atg ate gaa gag tat ttg acc aaa gag ctg 1692 
Thr Asp Lys Lys Tyr Leu Met lie Glu Glu Tyr Leu Thr Lys Glu Leu 
450 455 460 

ctg gee ctg gat tea gtq gac ccc gag gqa ega gee gat gtq cgt eag 1740 
Leu Ala Leu Asp Ser val Asp Pro Glu Gly Arg Ala Asp Val Arg Gin 
465 470 475 

gee agg aga gac gqt gtc agg aag gtt cag acc ate ttg gaa aaa ett 1788 
Ala Arg Arg Asp Gly val Arg Lys val Gin Thr lie Leu Glu Lys Leu 
480 485 490 

gaa cag aaa gee att gat gtc cca gqt caa gtc cag gtc tat gaa etc 1836 
Glu Gin Lys Ala lie Asp val Pro Gly Gin val Gin val Tyr Glu Leu 
495 500 505 510 

cag ccc age aac ett gaa gca gat cag cca ctg cag gca ate atg gag 1884 
Gin Pro Ser Asn Leu Glu Ala Asp Gin Pro Leu Gin Ala lie Met Glu 
515 520 525 

atg gqt gcc gtq gca gca gac aag gqc aag aaa aat get gqa aat gca 1932 
Met Gly Ala Val Ala Ala Asp Lys Gly Lys Lys Asn Ala Gly Asn Ala 
530 535 540 

gaa gat ccc cac aca gaa acc cag cag cca gaa gcc aca gca gca gcg 1980 
Glu Asp Pro His Thr Glu Thr Gin Gin Pro Glu Ala Thr Ala Ala Ala 
545 550 555 

act tea aac ccc age age atg aca gac acc cct gqt aac cca gca gca 2028 
Thr Ser Asn Pro Ser Ser Met Thr Asp Thr Pro Gly Asn Pro Ala Ala 
560 565 570 

ecg tag cctctgccct gtaaaaatca gactcggaac cgatgtgtge tttagggaat 2084 

Pro 

575 

tttaagttgc atgeatttca gagactttaa gtcagttggt ttttattagc tgcttggtat 2144 

geagtaactt gggtggagge aaaacactaa taaaagggct aaaaaggaaa atgatgcttt 2204 

tettctatat tcttaetctg tacaaataaa gaagttgctt gttgtttcag aagtttaacc 2264 

ccgttgcttg ttctgeagee etgtctactt gggcacccce aecacetgtt agctgtggtt 2324 

gtgeaetgtc ttttgtaget etggactgga ggggtagatg gggagtcaat tacccatcae 2384 

ataaatatga aacatttatc agaaatgttg ccattttaat gagatgattt tcttcatcte 2444 
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3135pt nat"l phases. ST25 
ataattaaaa tacctgactt tagagagagt aaaatgtgcc aggagccata ggaatatctg 2504 

tatgttggat gactttaatg ctacatttt 2533 

<210> 2 

<211> 575 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ser Ala Ala Thr His Sen Pro Met Met Gin val Ala Ser Gly Asn 
15 10 15 

Gly Asp Arg Asp Pro Leu Pro Pro Gly Trp Glu lie Lys lie Asp Pro 
20 25 30 

Gin Thr Gly Trp Pro Phe Phe val Asp His Asn Ser Arg Thr Thr Thr 
35 40 45 

Trp Asn Asp Pro Arg Val Pro Ser Glu Gly Pro Lys Glu Thr Pro Ser 
50 55 60 

ser Ala Asn Gly Pro Ser Arg Glu Gly Ser Arg Leu Pro Pro Ala Arg 
65 70 75 80 

Glu Gly His Pro val Tyr Pro Gin Leu Arg Pro Gly Tyr lie Pro lie 
85 - 90 95 

Pro val Leu His Glu Gly Ala Glu Asn Arg Gin val His Pro Phe His 
100 105 110 

val Tyr Pro Gin Pro Gly Met Gin Arg Phe Arg Thr Glu Ala Ala Ala 
115 120 125 

Ala Ala Pro Gin Arg ser Gin Ser Pro Leu Arg Gly Met Pro Glu Thr 
130 135 140 

Thr Gin Pro Asp Lys Gin cys Gly Gin val Ala Ala Ala Ala Ala Ala 
145 150 155 160 

Gin Pro Pro Ala Ser His Gly Pro Glu Arg ser Gin ser Pro Ala Ala 
165 170 175 

Ser Asp Cys ser ser ser ser ser Ser Ala Ser Leu Pro ser ser Gly 
180 185 190 

Arg ser ser Leu Gly ser His Gin Leu Pro Arg Gly Tyr lie Ser lie 
195 200 205 

Pro val lie His Glu Gin Asn val Thr Arg Pro Ala Ala Gin Pro Ser 
210 215 220 
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Phe His Gin Ala Gin Lys Thr His Tyr Pro Ala Gin Gin Gly Glu Tyr 
225 230 235 240 

Gin Thr His Gin Pro val Tyr His Lys lie Gin Gly Asp Asp Trp Glu 
245 250 255 

Pro Arg Pro Leu Arg Ala Ala Ser Pro Phe Arg Ser ser val Gin Gly 
260 265 270 

Ala ser ser Arg Glu Gly Ser Pro Ala Arg ser Ser Thr Pro Leu His 
275 280 285 

Ser Pro Ser Pro lie Arg val His Thr val val Asp Arg Pro Gin Gin 
290 295 300 

Pro Met Thr His Arg Glu Thr Ala Pro val ser Gin Pro Glu Asn Lys 
305 310 315 320 

Pro Glu ser Lys Pro Gly Pro val Gly Pro Glu Leu Pro Pro Gly His 
325 330 335 

lie Pro lie Gin val lie Arg Lys Glu val Asp ser Lys Pro val Ser 
340 345 350 

Gin. Lys Pro Pro Pro Pro Ser Glu Lys val Glu val Lys Val Pro Pro 
- 355 360 365 

Ala Pro val Pro Cys Pro Pro Pro Ser Pro Gly Pro Ser Ala val Pro 
370 375 380 

Ser Ser Pro Lys Ser val Ala Thr Glu Glu Arg Ala Ala Pro Ser Thr 
385 390 395 400 

Ala Pro Ala Glu Ala Thr Pro Pro Lys Pro Gly Glu Ala Glu Ala Pro 
405 410 415 

Pro Lys His Pro Gly val Leu Lys val Glu Ala lie Leu Glu Lys val 
420 425 430 

Gin Gly Leu Glu Gin Ala val Asp Asn Phe Glu Gly Lys Lys Thr Asp 
435 440 445 

Lys Lys Tyr Leu Met lie Glu Glu Tyr Leu Thr Lys Glu Leu Leu Ala 
450 455 460 

Leu Asp ser val Asp Pro Glu Gly Arg Ala Asp val Arg Gin Ala Arg 
465 470 475 480 

Arg Asp Gly val Arg Lys val Gin Thr lie Leu Glu Lys Leu Glu Gin 
485 490 495 
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3135pt nat'1 phases. ST25 
Lys Ala lie Asp val Pro Gly Gln val Gln val Tyr Glu Leu Gln Pro 
500 505 510 



ser Asn Leu Glu Ala Asp Gln Pro Leu Gln Ala lie Met Glu Met Gly 
515 520 525 

Ala val Ala Ala Asp Lys Gly Lys Lys Asn Ala Gly Asn Ala Glu Asp 
530 535 540 

Pro His Thr Glu Thr Gln Gln Pro Glu Ala Thr Ala Ala Ala Thr Ser 
545 550 555 560 

Asn Pro Ser Ser Met Thr Asp Thr Pro Gly Asn Pro Ala Ala Pro 
565 570 575 

<210> 3 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (1) . . (360) 

<223> Specific sequence comprised inside BAG3 gene sequence 



<400> 3 
gcggagctcc 


gcatccaacc 


ccgggccgcg 


gccaactttt 


ttggactgga 


ccagaagttt 


60 


ctagccggcc 


agttgctacc 


tccctttatc 


tcctccttcc 


cctctggcag 


cgaggaggct 


120 


atttccagac 


acttccaccc 


ctctctggcc 


acgtcacccc 


cgcctttaat 


tcataaaggt 


180 


gcccggcgcc 


ggcttcccgg 


acacgtcggc 


ggcggagagg 


ggcccacggc 


ggcggcccgg 


240 


ccagagactc 


ggcgcccgga 


gccagcgccc 


cgcacccgcg 


ccccagcggg 


cagaccccaa 


300 


cccagcatga 


gcgccgccac 


ccactcgccc 


atgatgcagg 


tggcgtccgg 


caacggtgac 


360 



<210> 4 

<211> 35 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> PEPTIDE 
<222> (1) . . (35) 

<223> Specific sequence comprised inside BAG3 protein 
<400> 4 

Met ser Ala Ala Thr His Ser Pro Met Met Gln val Ala Ser Gly Asn 
15 10 15 

Gly Asp Arg Asp Pro Leu Pro Pro Gly Trp Glu lie Lys lie Asp Pro 
20 25 30 



Gln Thr Gly 
35 
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<210> 5 

<211> 1105 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_feature 

<222> (1) . . (1105) 

<223> Specific sequence comprised inside BAG3 gene sequence 



<400> 5 
ataccctcta 


aooQccccaa 


aoaaactcca 


tcctctgcca 


atggcccttc 


ccQaQaQQac 


60 


"tctaaactiac 


cacctactao 


ggaaggccac 


cctgtgtacc 


cccagctccg 


accaggctac 


120 


a'ftccca'ttc 


ctatactcca 


tiaaaaacact 

^ %JL fcA V,. V,. W 


gagaaccggc 


aggtgcaccc 


tttccatgtc 


180 


K. u ^ ^» x» v> v> ^ 




acaat'tccaa 

\v \A ^ ^ Vy KJi. 


actaaaacQQ 

av. ^y*^yy^yy 


cagcagcggc 


tcctcagagg 


240 






\a. a \. u ^ ^ u V4 d u 




caaa'taaaca 


ai-nt-naacaa 


300 




V. y y ^ y y v. v» 


V* C4. \^ \^ \^ %JL 


acctcccaca 


gacctgagcg 


gtcccagtcti 


360 




ctaactactc 




"tcct caacca 


acctaccftc 

\^ ^ Vi» Vi» W W 


ctccggcagg 


420 




acaa'tcarT'a 




aaatzacalict 

Vj ^ %JL ^ ^ 


ccat'tccaati 

^te- ^ w V- ^ 


gat:acacgag 


480 


cagaacgtta 


cccggccagc 


agcccagccc 


tccttccacc 


aagcccagaa 


gacgcactac 


540 


ccagcgcagc 


agggggagta 


ccagacccac 


cagcctgtgt 


accacaagat 


ccagggggat 


600 


gactgggagc 


cccggcccct 


gcgggcggca 


tccccgttca 


ggtcatctgt 


ccagggtgca 


660 


tcgagccggg 


agggctcacc 


agccaggagc 


agcacgccac 


tccactcccc 


ctcgcccatc 


720 


cgtgtgcaca 


ccgtggtcga 


caggcctcag 


cagcccatga 


cccatcgaga 


aactgcacct 


780 


gtttcccagc 


ctgaaaacaa 


accagaaagt 


aagccaggcc 


cagttggacc 


agaactccct 


840 


cctggacaca 


tcccaattca 


agtgatccgc 


aaagaggtgg 


attctaaacc 


tgtttcccag 


900 


aagcccccac 


ctccctctga 


gaaggtagag 


gtgaaagttc 


cccctgctcc 


agttccttgt 


960 


cctcctccca 


gccctggccc 


ttctgctgtc 


ccctcttccc 


ccaagagtgt 


ggctacagaa 


1020 


gagagggcag 


cccccagcac 


tgcccctgca 


gaagctacac 


ctccaaaacc 


aggagaagcc 


1080 


gaggctcccc 


caaaacatcc 


aggag 








1105 



<210> 6 

<211> 395 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> PEPTIDE 
<222> (1)..C395) 

<223> Specific sequence comprised inside BAG3 protein 
<400> 6 

Asn Asp Pro Arg val Pro Ser Glu Gly Pro Lys Glu Thr Pro ser ser 
15 10 15 
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Ala Asn Gly Pro Ser Arg Glu Gly Ser Arg Leu Pro Pro Ala Arg Glu 
20 25 30 

Gly His Pro val Tyr Pro Gin Leu Arg Pro Gly Tyr He Pro lie Pro 
35 40 45 

val Leu His Glu Gly Ala Glu Asn Arg Gin val His Pro Phe His Val 
50 55 60 

Tyr Pro Gin Pro Gly Met Gin Arg Phe Arg Thr Glu Ala Ala Ala Ala 
65 70 75 80 

Ala Pro Gin Arg ser Gin Ser Pro Leu Arg Gly Met Pro Glu Thr Thr 
85 90 95 

Gin Pro Asp Lys Gin Cys Gly Gin val Ala Ala Ala Ala Ala Ala Gin 
100 105 110 

Pro Pro Ala Ser His Gly Pro Glu Arg Ser Gin ser Pro Ala Ala Ser 
115 120 125 

Asp Cys Ser Ser Ser Ser Ser ser Ala Ser Leu Pro Ser Ser Gly Arg 
130 135 140 

Ser Ser Leu Gly ser His Gin Leu Pro Arg Gly Tyr lie Ser lie Pro 
145 150 155 160 

val lie His Glu Gin Asn val Thr Arg Pro Ala Ala Gin Pro Ser Phe 
165 170 175 

His Gin Ala Gin Lys Thr His Tyr Pro Ala Gin Gin Gly Glu Tyr Gin 
180 185 190 

Thr His Gin Pro val Tyr His Lys lie Gin Gly Asp Asp Trp Glu Pro 
195 200 205 

Arg Pro Leu Arg Ala Ala Ser Pro Phe Arg ser Ser val Gin Gly Ala 
210 215 220 

Ser Ser Arg Glu Gly Ser Pro Ala Arg Ser Ser Thr Pro Leu His ser 
225 230 235 240 

Pro Ser pro lie Arg val His Thr val val Asp Arg Pro Gin Gin Pro 
245 250 255 

Met Thr His Arg Glu Thr Ala Pro val Ser Gin Pro Glu Asn Lys Pro 
260 265 270 

Glu Ser Lys Pro Gly Pro val Gly Pro Glu Leu Pro Pro Gly His lie 
275 280 285 
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3135pt nat'l phases. ST25 



Pro lie Gin val lie Arg Lys Glu Val Asp Ser Lys Pro val Ser Gin 
290 295 300 

Lys Pro Pro Pro Pro ser Glu Lys val Glu Val Lys val Pro Pro Ala 
305 310 315 320 

Pro val Pro Cys Pro Pro Pro Ser Pro Gly Pro ser Ala val Pro Ser 
325 330 335 

Ser Pro Lys Ser Val Ala Thr Glu Glu Arg Ala Ala Pro Ser Thr Ala 
340 345 350 

Pro Ala Glu Ala Thr Pro Pro Lys Pro Gly Glu Ala Glu Ala Pro Pro 
355 360 365 

Lys His Pro Gly val Leu Lys val Glu Ala lie Leu Glu Lys Val Gin 
370 375 380 

Gly Leu Glu Gin Ala val Asp Asn Phe Glu Gly 
385 390 395 

<210> 7 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1)..(733) 

<223> Specific sequence comprised inside BAG3 gene sequence 



<400> 7 
attgatgtcc 


caggtcaagt 


ccaggtctat 


gaactccagc 


ccagcaacct 


tgaagcagat 


60 


cagccactgc 


aggcaatcat 


ggagatgggt 


gccgtggcag 


cagacaaggg 


caagaaaaat 


120 


gctggaaatg 


cagaagatcc 


ccacacagaa 


acccagcagc 


cagaagccac 


agcagcagcg 


180 


acttcaaacc 


ccagcagcat 


gacagacacc 


cctggtaacc 


cagcagcacc 


gtagcctctg 


240 


ccctgtaaaa 


atcagactcg 


gaaccgatgt 


gtgctttagg 


gaattttaag 


ttgcatgcat 


300 


ttcagagact 


ttaagtcagt 


tggtttttat 


tagctgcttg 


gtatgcagta 


acttgggtgg 


360 


aggcaaaaca 


ctaataaaag 


ggctaaaaag 


gaaaatgatg 


cttttcttct 


atattcttac 


420 


tctgtacaaa 


taaagaagtt 


gcttgttgtt 


tcagaagttt 


aaccccgttg 


cttgttctgc 


480 


agccctgtct 


acttgggcac 


ccccaccacc 


tgttagctgt 


ggttgtgcac 


tgtcttttgt 


540 


agctctggac 


tggaggggta 


gatggggagt 


caattaccca 


tcacataaat 


atgaaacatt 


600 


tatcagaaat 


gttgccattt 


taatgagatg 


attttcttca 


tctcataatt 


aaaatacctg 


660 


actttagaga 


gagtaaaatg 


tgccaggagc 


cataggaata 


tctgtatgtt 


ggatgacttt 


720 


aatgctacat 


ttt 










733 
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<210> 8 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> PEPTIDE 
<222> (1). .(67) 

<223> Specific sequence comprised inside BAG3 protein 
<400> 8 

Glu Leu Gin Pro Ser Asn Leu Glu Ala Asp Gin Pro Leu Gin Ala ll 
15 10 15 

Met Glu Met Gly Ala val Ala Ala Asp Lys Gly Lys Lys Asn Ala Gl 
20 25 30 

Asn Ala Glu Asp Pro His Thr Glu Thr Gin Gin Pro Glu Ala Thr Al 
35 40 45 

Ala Ala Thr Ser Asn Pro Ser Ser Met Thr Asp Thr Pro Gly Asn Pr 
50 55 60 

Ala Ala Pro 
65 

<210> 9 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1)..(25) 

<223> BAG3-based specific anti sense oligonucleotide 
<400> 9 

tgcatcatgg gcgagtgggt ggcgg 

<210> 10 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 
<222> CI).. (22) 

<223> BAG3-based specific anti sense oligonucleotide 
<400> 10 

gctcatgctg ggttggggtc tg 

<210> 11 

<211> 22 

<212> DNA 

<213> Homo sapiens 
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<220> 




<221> 


mi sc. 


<222> 


(1). 


<223> 


BAG3 


<400> 


11 


attaaaggcg < 


<210> 


12 


<211> 


27 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


mi sc. 


<222> 


(1). 


<223> 


BAG3 


<400> 


12 


ttatattcta 


<210> 


13 


<211> 


22 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


misc. 


<222> 


(1). 


<223> 


BAG3 



(22) 



(27) 



<400> 13 

cctcgtaacc accgacctca at 

<210> 14 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1)..C22) 

<223> BAG3-based specific control nonsense oligonucleotide 
<400> 14 

gcttatggag gattgaggtt gg 



<210> 


15 


<211> 


16 


<212> 


PRT 


<213> 


Homo sapiens 


<220> 




<221> 


PEPTIDE 


<222> 


(1) . . (16) 


<223> 


BAG3- protein 



<400> 15 
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Asp Arg Asp Pro Leu Pro Pro Gly Trp Glu lie Lys lie Asp Pro Gin 
1 5 10 15 



<210> 


16 


<211> 


15 


<212> 


PRT 


<213> 


Homo sapiens 


<220> 




<221> 


PEPTIDE 


<222> 


(1) . . (15) 


<223> 


BAG3-protein 



<400> 16 

sen ser pro Lys ser val Ala Thr Glu Glu Arg Ala Ala Pro Ser 
15 10 15 



<210> 17 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> PEPTIDE 
<222> (1).. (15) 

<223> BAG3-protein specific epitope 
<400> 17 

Asp Lys Gly Lys Lys Asn Ala Gly Asn Ala Glu Asp Pro His Thr 
15 10 15 



<210> 


18 




<211> 


15 




<212> 


PRT 




<213> 


Homo 


sapiens 


<220> 






<221> 


PEPTIDE 


<222> 


(1).. 


(15) 


<223> 


BAG3- 


■protei n 


<400> 


18 





Asn Pro ser ser Met Thr Asp Thr Pro Gly Asn Pro Ala Ala Pro 
15 10 15 
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